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AURKA Knockout HEK293T Cells
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Species Gene Symbol Gene ID GenBank Accession Transcript
Human AURKA 6790 BC001280 NM_003600
About the gene

Official Symbol AURKA

Previous Symbol STK15; STK6

Official Full Name | aurora kinase A

Synonyms BTAK; AurA; STK7; ARK1; PPP1R47; AIK
Location 20q13.2

Gene Type protein_coding

Uniprot ID 014965

Pathway/Library Kinases Library

The protein encoded by this gene is a cell cycle-regulated kinase that appears to be involved in
microtubule formation and/or stabilization at the spindle pole during chromosome segregation. The
encoded protein is found at the centrosome in interphase cells and at the spindle poles in mitosis. This
gene may play a role in tumor development and progression. A processed pseudogene of this gene has
been found on chromosome 1, and an unprocessed pseudogene has been found on chromosome 10.
Multiple transcript variants encoding the same protein have been found for this gene.
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L00020 Control Knockout HEK293T Cells 132/
100022 GFP Knockout HEK293T Cells 132 /%8
0222 R -FERH R IR (100X) 100ml
D0508S/M R 2 2 e SR A A U k) 25/1004%
D7080S/M/L T7 Endonuclease T (CRISPR%%3 [X] 545 %5 5 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (&M 2 25) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (W#4 %5 3) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride ("M 2 2%) 250mg
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